[Diversity of microbial genes in paddy soil stressed by cadmium using DGGE].
Variations of diversity of microbial genes in submerged paddy soil stressed by heavy metal cadmium were studied using modern molecular biotechnology which includes directly extracting total DNA from paddy soil, amplifying 16S rDNA and their V3 variable region by PCR, the denaturing gradient gel electrophoresis (DGGE). Two methods for extraction and purification of microbial DNA were compared. Bacterial communities were quantified by analyzing the DGGE band patterns. The genetic clusters and correlative comparison of bacterial communities were analyzed based on the DGGE finger-print. The results showed that there are some significant differences between bacterial communities in paddy soils treated with different concentrations of cadmium. The information about effect of cadium on microbial population based on molecular biological techniques are conformed with that from traditional methods, but that obtained about variations of microbial genes in paddy soil is much more than results based on the latter methods. It could provide a new way and foundation to research microbial gene diversity in contaminated environment.